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Tyr Asp 


Leu 


Tyr 


Asp 


Leu 


Gly 


Glu 




316 




50 










55 










60 












318 


ttc 


cag 


caa 


aaa 


ggg 


acg 


gtc 


aga 


acg 


aaa 


tac 


ggc 


aca 


aaa 


tea 


gag 


240 


319 


Phe 


Gin 


Gin 


Lys 


Gly Thr 


Val 


Arg 


Thr 


Lys 


Tyr 


Gly 


Thr 


Lys 


Ser 


Glu 




320 


65 










70 










75 










80 




322 


Ctt 


caa 


gat 


gcg 


ate 


ggc 


tea 


ctg 


cat 


tec 


egg 


aac 


gtc 


caa 


gta 


tac 


288 


323 


Leu 


Gin Asp 


Ala 


He Gly 


Ser 


Leu 


His 


Ser 


Arg 


Asn 


Val 


Gin 


Val 


Tyr 




324 










85 










90 










95 






326 


gga 


gat 


gtg 


gtt 


ttg 


aat 


cat 


aag 


get 


ggt 


get 


gat 


gca 


aca 


gaa 


gat 


336 


327 


Gly 


Asp 


Val 


Val 


Leu 


Asn 


His 


Lys 


Ala Gly 


Ala 


Asp 


Ala 


Thr 


Glu 


Asp 




328 








100 










105 










110 








330 


gta 


act 


gec 


gtc 


gaa 


gtc 


aat 


ccg 


gee 


aat 


aga 


aat 


cag 


gaa 


act 


teg 


384 


331 


Val 


Thr 


Ala 


Val 


Glu 


Val 


Asn 


Pro 


Ala 


Asn 


Arg 


Asn 


Gin 


Glu 


Thr 


Ser 




332 






115 










120 










125 










3 34 


gag 


gaa 


tat 


caa 


ate 


aaa 


gcg 


tgg 


acg 


gat 


ttt 


cgt 


ttt 


ccg 


ggc 


cgt 


432 


335 


Glu 


tj-LU 


Tyr 


Gin 


He 


Lys 


Ala 


Trp 


Thr 


Asp 


Phe 


Arg 


Phe 


Pro 


Gly 


Arg 




336 




130 










135 










140 












338 


gga 


aac 


acg 


tac 


agt 


gat 


ttt 


aaa 


-tgg 


cat 


tgg 


tat 


cat 


ttc 


gac 


gga 


480 


339 


Gly 


Asn 


Thr 


Tyr 


Ser Asp 


Phe 


Lys 


Trp 


His 


Trp 


Tyr 


His 


Phe 


Asp 


Gly 




340 


145 










150 










155 










160 




342 


gcg 


gac 


tgg 


gat 


gaa 


tec 


egg 


aag 


ate 


age 


cgc 


ate 


ttt 


aag 


ttt 


cgt 


528 


T yl T 

34 5 


Ala 


Asp 


Trp 


Asp 


Glu 


Ser 


Arg 


Lys 


He 


Ser 


Arg 


He 


Phe 


Lys 


Phe 


Arg 




344 










165 










170 










175 






1 A C 


ggg 


gaa 


gga 


aaa 


gcg 


tgg 


gat 


tgg 


gaa 


gta 


tea 


agt 


gaa 


aac 


ggc 


aac 


576 


347 


Gly 


Glu 


Gly 


Lys 


Ala 


Trp 


Asp 


Trp 


Glu 


Val 


Ser 


Ser 


Glu 


Asn 


Gly 


Asn 




348 








180 










185 










190 








-5 o U 


tat 


gac 


tat 


eta 


atg 


tat 


get 


gat 


gtt 


gac 


tac 


gac 


cac 


cct 


gat 


gtc 


624 




Tyr 


Asp 


Tyr 


Leu 


Met 


Tyr 


Ala 


Asp 


Val 


Asp 


Tyr 


Asp 


His 


Pro 


Asp 


Val 




"D CT •■) 

3 bz 






195 










200 










205 












yt-y 


gca 


gag 


aca 


aaa 


aaa 


tgg 


ggt 


ate 


tgg 




gcg 


aat 


gaa 


ctg 


tea 


C. 1 1 


355 


Val 


Ala 


Glu 


Thr 


Lys 


Lys 


Trp 


Gly 


He 


Trp 


Tyr 


Ala 


Asn 


Glu 


Leu 


Ser 




356 




210 










215 










220 












358 


tta 


gac 


ggc 


ttc 


cgt 


att 


gat 


gec 


gec 


aaa 


cat 


att 


aaa 


ttt 


tea 


ttt 


720 


359 


Leu 


Asp 


Gly 


Phe 


Arg 


He 


Asp 


Ala 


Ala 


Lys 


His 


He 


Lys 


Phe 


Ser 


Phe 




360 


225 










230 










235 










240 




362 


ctg 


cgt 


gat 


tgg 


gtt 


cag 


gcg 


gtc 


aga 


cag 


gcg 


acg 


gga 


aaa 


gaa 


atg 


768 


363 


Leu 


Arg 


Asp 


Trp 


Val 


Gin 


Ala 


Val 


Arg 


Gin 


Ala 


Thr 


Gly 


Lys 


Glu 


Met 




364 










245 










250 










255 






366 


ttt 


acg 


gtt 


gcg 


gag 


tat 


tgg 


cag 


aat 


aat 


gec 


ggg 


aaa 


etc 


gaa 


aac 


816 


367 


Phe 


Thr 


Val 


Ala 


Glu 


Tyr 


Trp 


Gin 


Asn 


Asn 


Ala 


Gly 


Lys 


Leu 


Glu 


Asn 




368 








260 










265 










270 








370 


tac 


ttg 


aat 


aaa 


aca 


age 


ttt 


aat 


caa 


tec 


gtg 


ttt 


gat 


gtt 


ccg 


ctt 


864 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE : 10/20/2004 

PATENT APPLICATION: US/10/774 , 018 TIME: 16:28:38 

Input Set : A:\HENK0060.ST25.txt 

Output Set: N:\CRF4\10202004\J774018.raw 

/-a lid <213> Response; 

a of "Artificial" only as "<213> Organism" response is incomplete, 

r 1.823(b) of New Sequence Rules. Valid response is Artificial Sequence. 

j#:5, 6, 7, 8, 9, 10, 11, 12, 13, 14, 15, 16, 17, 18 
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VERIFICATION SUMMARY DATE: 10/20/2004 

PATENT APPLICATION: US/10/774 , 018 TIME: 16:28:38 

Input Set : A:\HENK0060.ST25.txt 

Output Set: N:\CRF4\10202004\J774018.raw 
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